ADDITIONAL FILE 1.

All genes expressed differently, comparing the SLE patients and control group

ProbeName p (Corr) p fc Regulation GeneSymbol
A_23_P45871 0.012597737 1,04E+01 71.2 up [Fl44L
A_23_P105794 0.00412265 3,42E+00 40.9 up EPSTI1
A_21_P0012993 7,68E-01 6,36E-05 40.6 up NAIP
A_33_P3283611 0.0063580745 5,27E-01 40.3 up IFIT3
A_23_P23074 0.015487847 1,28E+01 40.1 up IFl44
A_23_P74609 0.011159402 9,25E+00 39.5 down G0S2
A_33_P3400389 0.0035494454 2,94E+00 37.5 up SPATS2L
A_23_P64828 0.0066615385 5,562E-01 36.1 up OAS1
A_23_P166797 1,96E+03 1,62E-01 36.1 up RTP4
A_23_P62890 2,76E+01 2,29E-02 34.7 up GBP1
A_33_P3225512 0.0080767805 6,69E-01 33.2 up OAS2
A_23_P204087 0.008360095 6,93E+00 32.5 up OAS2
A_23_P259141 1,21E+02 1,00E-02 319 up ZBP1
A_23 P145874 1,54E+02 1,28E-03 30.5 up SAMDOIL
A_33_P3264846 8,21E+00 6,80E-03 29.8 up SAMDOIL
A_33_P3357609 3,64E+02 3,02E-02 29.6 up ZBP1
A_23_P41470 0.0080785295 6,70E+00 29.2 up DDX60
A_23_P69109 2,32E+03 1,93E-01 28.6 up PLSCR1
A_32_P44394 1,68E+02 1,39E-03 28.6 up AIM2
A_24_P372134 7,73E+01 6,40E-02 279 up TMEM140
A_23_P329261 0.0028306649 2,35E+00 276 up KCNJ2
A_19_P00321306 3,38E-01 2,80E-04 27.6 up RNF213
A_33_P3371650 9,07E-01 7,52E-07 275 up STK17B
A_24 P237036 8,14E+01 6,75E-02 27.3 up TNFSF14
A_21_P0010535 0.007437705 6,17E+00 271 up XLOC_I12_000297
A_23_P69383 2,65E+02 2,19E-02 26.9 up PARP9
A_33_P3377763 1,73E+02 1,43E-02 26.4 down FLJ36000
A_23_P142070 9,43E+00 7,82E-03 26.4 up TSPAN16
A_24_P151834 5,36E-01 4,44E-04 26.1 up ANKFY1
A_24 P161018 1,93E+02 1,60E-02 26.1 up PARP14
A_33_P3418170 0.002972149 2,46E+00 259 up DDX58
A_23_P121253 6,98E+00 5,78E-05 259 up TNFSF10
A_33_P3474859 1,03E+01 8,57E-05 259 up Inc-RP11-195B21.3.1-2
A_24_P382319 0.0015106886 1,25E+00 25.7 up CEACAM1
A_19_P00804072 2,61E+01 2,16E-03 25.7 up RNF213
A_23_P142750 9,80E+02 8,12E-02 255 up EIF2AK2
A_23_P30069 5,82E+02 4,83E-04 25.2 up DDX60L
A_21_P0014026 7,54E+00 6,25E-04 251 up IGANRP
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A_21 P0003941 3,22E+02 2,67E-01 244 up LUCAT1
A_19_P00808834 4,83E+02 4,00E-03 24.2 down LINC01478
A_21_P0011822 8,68E+03 7,20E-02 241 down Inc-ZAP70-2
A_23_P97064 3,64E+02 3,02E-02 241 up FBXO6
A_23_P373031 0.0010434653 8,65E-02 241 down CACNA1C
A_23_P123672 1,43E+00 1,19E-03 239 up TDRD7
A_23_P68155 0.0050461465 4,18E+00 239 up IFIH1
A_23_P99275 4 54E+02 3,76E-01 23.8 down KLRB1
A_24 _P294851 2,64E-02 2,19E-06 23.7 up TRIM38
A_23_P56559 0.04486101 3,72E+01 237 up DHRS9
A_23 P111804 7,28E+02 6,04E-02 23.7 up PARP12
A_24 _P941167 7,23E+03 5,99E-02 23.6 up APOL6
A_33_P3410599 2,93E-02 2,43E-06 23.6 up FAM46A
A_21 P0011024 2,10E+00 1,74E-03 23.5 up NEAT1
A_24 P212539 9,28E+01 7,69E-03 23.2 up GALM
A_21_P0006502 6,94E+00 5,75E-05 23.2 down Inc-ZC3H12B-2
A_24_P586390 9,57E+01 7,93E-03 229 up LOC100133331
A_33_P3286973 6,95E+01 5,76E-03 229 down TAS1R3
A_33_P3350202 3,31E+01 2,74E-02 229 down MOCS3
A_21_P0009382 3,85E+02 3,19E-03 229 down LINC01563
A_21_P0007057 2,08E+02 1,72E-02 229 up LINC00999
A_23_P358944 0.0021779304 1,81E+00 22.7 up PML
A_24_P17870 5,49E+02 4,55E-02 22.6 up HCP5
A_24 P172481 0.0010145396 8,41E-01 22.6 up TRIM22
A_19_P00805833 1,90E+03 1,57E-01 22.6 down ATF71P2
A_19_P00318409 8,17E+00 6,77E-06 22.6 up NEAT1
A_24 P187970 2,19E+02 1,82E-02 22.6 up PADI2
A_33_P3415698 3,49E+02 2,89E-02 22.5 down TMIGD2
A_19_P00315603 6,25E+02 5,18E-02 224 up XLOC_I12_015760
A_21_P0009377 4,35E+02 3,61E-02 224 down Inc-NLGN2-1
A_33_P3312754 0.015918676 1,32E+01 22.3 down LOC102467146
A_24 _P299911 0.015335563 1,27E+01 22.3 down PASK
A_33_P3326904 0.0018320528 1,52E+00 22.1 up LOC441268
A_33_P3287113 1,27E+01 1,05E-03 221 down UVSSA
A_33_P3226810 2,75E+02 2,28E-02 22.1 up TNFSF10
A_23_P255104 2,50E+02 2,07E-01 221 up LHFPL2
A_33_P3382331 1,92E+03 1,59E-01 22.0 up HSPA6
A_23_P62967 1,47E+01 1,21E-03 22.0 up DISC1
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A_23 P213584 2,82E+01 2,34E-02 219 up HK3
A_21_P0003727 1,04E+03 8,63E-03 21.8 down Inc-GPR125-1
A_33_P3274501 0.031778414 2,63E+01 21.7 down KLRF1
A_24_P280497 0.03614175 3,00E+01 21.6 down FBRSL1
A_33_P3231472 7,29E+02 6,04E-01 21.6 up TOR1B
A_33_P3292130 0.0013385795 1,11E+00 21.5 down XLOC_12_013383
A_32_P212058 0.007864959 6,52E-01 21.5 up CEP19
A_33_P3299525 1,01E+01 8,36E-08 214 up KCTD21
A_33_P3359354 8,24E+03 6,83E-03 214 down Clorf86
A_23_P115573 4,90E+03 4,06E-01 21.3 down SHISA4
A_23 P41854 2,85E+03 2,36E-02 21.3 up CARD6
A_23_P200829 2,18E-03 1,80E-07 21.2 up SRGAP2
A_33_P3291619 0.014756286 1,22E+01 21.2 up LOC399715
A_24_P283288 0.014475738 1,20E+01 211 up MAPK14
A_24_P66027 1,56E+03 1,29E+00 211 up APOBEC3B
A_23_P85441 9,56E+02 7,92E-02 21.0 down IGSF9
A_24_P233078 0.0012693168 1,05E+00 21.0 down PYY2
A_23_P67971 0.0051516285 4,27E-01 20.9 up GALM
A_24_P686965 0.003743945 3,10E+00 20.9 down SH2D5
A_21_P0005460 5,95E+02 4,93E-01 20.9 up FAM157C
A_33_P3273436 0.041857176 3,47E+01 20.9 up GALM
A_33_P3226380 8,19E+02 6,79E-02 20.8 up LINC01347
A_33_P3697530 1,95E+03 1,62E-01 20.8 up SEMA4D
A_23_P69310 5,71E+02 4,73E-02 20.8 up CCRL2
A_33_P3331511 4,29E+03 3,55E-01 20.8 up LINC00173
A_33_P3783812 0.0061748843 5,12E+00 20.7 up C8orf60
A_23_P258493 0.021573432 1,79E+01 20.7 up LMNB1
A_23_P62227 5,01E-01 4,16E-04 20.7 up CXorf21
A_23_P61050 8,00E-03 6,63E-07 20.6 up MLKL
A_23_P48455 0.019859815 1,65E+01 20.6 down AMN
A_33_P3250671 6,67E+03 5,53E-01 20.6 down TCF7
A_33_P3310976 0.0019957938 1,65E+00 20.5 down Inc-CDH4-1
A_21_P0012992 0.035674695 2,96E-01 20.5 up NAIP
A_23_P8185 3,35E+02 2,78E-02 20.5 up DYNLT1
A_33_P3400374 0.002680781 2,22E+00 20.5 up HELZ2
A_23_P18604 0.0073864865 6,12E-01 20.4 up LAP3
A_33_P3319126 0.016160883 1,34E+01 20.8 up CRI1L
A_24_P401870 4,06E+02 3,37E-02 20.3 up C90rf139
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A_23_P160025 3,92E+03 3,25E-01 20.3 up IFI16
A_33_P3322999 1,01E+04 8,36E-02 20.3 up C100rf105
A_33_P3406828 0.0068578906 5,68E-01 20.3 down MAFIP
A_23_P75769 0.0027153266 2,25E-01 20.3 up MS4A4A
A_21_P0006396 3,31E+02 2,74E-01 20.2 down SLC25A25-AS1
A_21_P0012616 2,82E+02 2,33E-02 20.2 down XLOC_I12_010854
A_21_P0014853 2,89E+03 2,40E-02 20.1 down GS1-24F4.2
A_19_P00808072 3,71E+01 3,08E-03 20.1 down Inc-RTL1-2
A_33_P3401826 0.0034977244 2,90E+00 49 up CMPK2
A_23_P370682 1,06E+04 8,80E-03 44 up BATF2
A_23_P24004 1,25E+03 1,04E-01 3.7 up IFIT2
A_21_P0012944 1,42E+01 1,18E-04 34 up SMA4
A_24 _P235266 0.013187247 1,09E+01 3.3 up GRB10
A_24 P368943 2,60E+02 2,15E-02 3.3 down EVX1
A_33_P3224858 0.0010346292 8,58E-03 2.8 up EIF2AK2
A_21_P0004871 3,77E+01 3,13E-03 2.6 up Inc-TCF19-1
A_21_P0008478 2,34E+03 1,94E-01 2.6 down Inc-SERPINA12-1
A_32_P134290 9,25E+02 7,67E-02 2.5 up ZCCHC2
A_21_P0012133 4,38E+02 3,63E-02 2.5 up SIRPB2
A_21_P0002596 0.0021019555 1,74E+00 2.5 up Inc-LGALSL-1
A_21_P0014028 0.015693163 1,30E+01 24 up PP12719
A_33_P3882624 0.045993052 3,81E+01 24 down POT1
A_19_P00809417 1,03E+01 8,50E-03 24 down ATF71P2
A_23_P136870 0.0029730033 2,46E+00 24 down MAGEA6
A_33_P3376140 0.0016752263 1,39E-01 24 up KCNJ15
A_23_P34396 5,65E-02 4,68E-07 2.3 up RSRP1
A_23 P24948 4,88E+00 4,05E-02 2.3 up KCNE3
A_23_P397391 0.002086471 1,73E+00 2.3 up FFAR2
A_33_P3338152 0.0037584712 3,12E+00 2.3 down HIF3A
A_33_P3281033 2,03E+03 1,68E-01 2.3 up MACROD2
A_23_P161125 3,43E+02 2,84E-02 2.2 up MOV10
A_33_P3414107 3,76E+03 3,12E-02 2.2 up LOC729040
A_23 P390172 4,10E+02 3,40E-02 2.2 up RNASEL
A_33_P3290573 3,10E-02 2,57E-06 2.2 up FAM46A
A_24_P292470 0.005473474 4,54E+00 2.2 down UCP3
A_21_P0014714 0.001688197 1,40E+00 2.2 up Inc-EIF4E3-1
A_33_P3544880 0.016547441 1,37E+01 2.2 up LOC142937
A_33_P3298105 1,74E+00 1,44E-05 21 up SPATA13
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A_33_P3331366 2,48E+00 2,05E-04 21 up TRIM25
A_23_P351275 0.0035255353 2,92E+00 21 up UPP1
A_24 P152468 7,64E+01 6,34E-02 21 down LOC100128364
A_33_P3225298 0.004433011 3,67E+00 21 down XKR9
A_33_P3216483 0.0024437495 2,03E+00 21 down LOC644277
A_33_P3243502 0.03534304 2,93E+01 21 up LOC729732
A_21_P0000382 0.0017859389 1,48E-01 21 down SNORD71
A_33_P3589819 0.002012018 1,67E+00 21 down MIATNB
A_33_P3371727 2,87E+03 2,38E-01 2.0 up SAT1
A_23_P353888 1,72E+01 1,42E-03 2.0 up DOCKS
A_23_P7582 0.010870334 9,01E-01 2.0 down TCF7
A_33_P3267160 2,72E+01 2,26E-03 2.0 up CYB5R4
A_23_P350107 2,64E+00 2,19E-04 2.0 up TRIM56
A_23_P133133 0.004586575 3,80E+00 2.0 up ALPK1
A_33_P3335682 0.022461008 1,86E+00 2.0 down PPP1R14A
A_21_P0000171 9,90E-01 8,21E-05 241.8 up IL6R




